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Fig. 5. Model of the RNA complex of the NV NS7 homodimer (PDB ID 1SH0). (a) View 
from the product exit side. (b) Orientation showing entrance tunnel for the template strand. 
The template strand is coloured in yellow and the primer strand in green. 
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Table 1. Crystallographical data for the NV RdRp (PDB ID 2B43) 

Parameter Result* 
Wavelength (Å)  0.950 
No. total reflections  538505 
No. unique reflections 107725 
Rmerge % 8.5 (37.4) 
I/σI 12.7 (3.11) 
Highest resolution shell (Å) 2.40–2.30 
Rwork% 19.23 
Rfree % 25.65 
(Å)* 90.5 
(Å)† 125.6 
(Å)‡ 218.1 
Space group P212121 
Resolution limits (Å) 30–2.30 
Completeness (%) 97.1 (95.7) 
Mean multiplicity 5.0 
Residues in most favoured regions [A,B,L] 1558 (91.6%) 
Residues in additional allowed regions [a,b,l,p] 116 (6.8%) 
Residues in generously allowed regions [-a, -b, -l, -p] 18 (1.1%) 
Residues in disallowed regions 8 (0.5%) 
Average B values 31.7 
Bond length Rms deviation (Å) 0.012 
Bond angle Rms deviation (degrees) 1.43 

*Value in parentheses refers to the high resolution shell. 

†Rmerge=ΣhΣi(|Ii(h)−<I(h)>|)/ΣhΣiIi(h), where Ii(h) is the ith intensity measurement and <I(h)>is the mean of all 

measurements of I(h). 

‡Rwork and Rfree=Σh(|F(h)obs|−F(h)calc|)/Σh|F(h)obs|. 

 

Table 2. Structural similarity of the present structure to other polymerases 

RdRp PDB ID Aligned residues Root mean square 
deviation 

NV 1SH0 497 0.81 
Rabbit hemorrhagic disease 
virus  

1KHW 461 1.94 

Sapovirus 2CKW 448 1.92 
Foot-and-mouth disease 
virus 

1WNE 424 2.47 

Human rhinovirus 1XR7 394 2.20 
Poliovirus 2ILZ 399 2.42 
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Table 3. Comparative analysis of molecular packaging in the different crystals forms of NV 
NS7 protein 

Parameter NV NS7 PDB ID 
 1SH0 1SH2 1SH3 2B43 3BSO 
Spacegroup P1 C2221 P212121 P212121 P212121 
Cell size (Å) 55×60×100 114×115×92 105×109×112 90×126×218 75×93×97 
Angles 104, 92, 112 90, 90, 90 90, 90, 90 90, 90, 90 90, 90, 90 
Monomers/AU 2 1 2 4 1 
C2 dimer in 
crystal lattice* 

Yes Yes Yes Yes No 

Buried surface 
(Å2) 

1528 1951 2271 1738 – 

SC statistic 0.77 0.41 0.45 0.80 – 

*This data are related to Fig. 3(b). 

 


